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lllumina DNA/RNA UD Indexes Set D
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(384 uL, 120 bp)
[llumi tom Enrich t Panel v2
umina Custom Enrichment Panel v 20111339

(1536 L, 120 bp)

lllumina E

FEAAZE . BIF (021) 6032-1066 « £H
EDAZE « B3EF (010) 8441-6900 « FE

(021) 6090-6279
(010) 8455-4855

AR L 400-066-5835 « chinasupport@illumina.com
HIHHEERL 400-066-5875 « china_info@illumina.com « www.illumina.com.cn

© 2024 lilumina, Inc. (REPIENF. FrARININREN AT HEZBPIEEB.

*TFEAEEMER, B8 www.illumina.com.cn/company/legal.htmlo

M-GL-02188 v1.0

RERFER, SR TI2H

Q

M-GL-02188 v1.0

lumina’

| 9


mailto:chinasupport@illumina.com
mailto:china_info@illumina.com
http://www.illumina.com.cn
http://www.illumina.com.cn/company/legal.html

